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LP3 (Lund Protein Production Platform) is a cross-faculty expert center of Lund University for protein production, crystallization and structure determination. The staff at LP3 has gathered an extensive portfolio of knowledge from working with proteins from over 150 projects and a large range of protein families and types. The LP3 laboratory has an attractive selection of automated equipment for crystallization experiments, and a streamlined pipeline for regularly assessing of crystals for X-ray diffraction at BioMAX (MAXIV). As part of being a key infrastructure to researchers at Lund University, LP3 has a constantly increasing number of crystallization projects that are either fully coordinated at LP3 or in which the personnel is highly involved. On our poster we will present results from ongoing projects, among them for example branched-chain aminotransferase 2 (BCAT2) and human carbonic anhydrase IX (CA IX).
BCAT2 is the human mitochondrial enzyme that metabolizes branched chain amino acids (Val, Ile, Leu) into branched chain α-keto acids that fuel the TCA cycle (1). CA IX is an emerging cancer target and in focus for joined X-ray and neutron crystallography (2,3). 
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